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Eppendorf GX1 and ETC 811 PLUS performance verification and evaluation
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Abstract To compare and verify the accuracy of Eppendorf GX1 and ETC 811 PLUS on annealing temperature
control, so as to evaluate. The evaluation indexes and requirements of SN/T 2102.2-2008 "Technical Specification for PCR
detection of Foodborne pathogens - Part 2: Requirements for PCR Instrument Performance Test" and other related standards
were formulated, and the low limit and repeatability of detection of two PCR apparatus were verified. The repeatability was
stable and the detection limit was low enough to meet the requirements of SN/T 2102.2-2008 "Technical Specification for
PCR detection of Foodborne pathogens - Part 2: Requirements for PCR Instrument Performance Test". Eppendorf GX1 and
ETC 811 PLUS bhoth meet the requirements of laboratory management, have good stability, convenient operation, and can
quickly detect foodborne pathogens.
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